Patient diagnosed and confirmed
with Type 2 diabetes

N=38

Patients excluded
epatients with other inflammatory diseases, acute diseases,
and chronic inflammatory disease, history of cancer,
hepatic, renal or autoimmune illness, type 1 diabetes and
type2 diabetes patients with morbid obesity
spatient who didn’t have consent to participate

Patients included in the study

N=24

Supplementary Figure 1. The flow chart of study.
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Supplementary Figure 2. Characterization of monocyte subpopulations. Initially, doublets were debarred and
cells were selected based on FSC (forward scatter) versus SSC (side scatter) distribution. Cells in PBMC were
simultaneously stained with anti-CD16- FITC, anti-CD14- APC, and anti-HLA-DR- PE-Cyanine7. Monocytes
were gated based on HLA-DR expression, and were strategized in a CD14 versus CD16 graph in order to
categorize all three monocyte subpopulations: classical monocytes (CD14**CD16°), intermediate monocytes
(CD14**CD16%) and non-classical monocytes (CD14'CD16**). Shown are representative dot plots of one of

cases.
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